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Basic Gene Annotation Set from GENCODE Version 24lift37 (Ensembl 83)
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Gene Expression in 53 tissues from GTEx RNA-seq of 8555 samples (570 donors)
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GTEx RNA signal from male Adipose - Visceral (Omentum) (GTEX-ZAB4-1426-SM-5CVNG6)
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TEx RNA srgnal from male Artery Coronary (GTEX-ZAB4-0726-SM- 5HL8I)
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G‘II'Ex RNA-seq read coverage from Skin - Not Sun Exposed (Suprapubic)

TEXx RNA-seq read coverage from Brain - Caudate (basal ganglia) (108 samples)

GTEx RNA-seq read coverage from Muscle - Skeletal (394 samples)

232 samples)
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GTEx RNA signal from male Artery - Tibial (GTEX -ZAB4-1926-SM-57WD8)
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GTEx RNA signal from male Brain - Anterior cmgulate ‘cortex (BA24) (GTEX-ZAB4-0011-R3a-SM-4RGNQ)

GTEx RNA signal from male Brain - Caudate (basal ganglia) (GTEX-ZAB4-0011-R5a-SM-4SOKC)

GTEx RNA signal from male Brain - Cerebellar Hemisphere (GTEX-ZAB4-0011-R11a-SM-4SOKI)

GTEXx RNA signal from male Brain - Cerebellum (GTEX-ZAB4-2926-SM-57WCV)

GTEx RNA signal from male Brain - Frontal Cortex (BA9) (GTEX-ZAB4-0011-R10a-SM-4SOKH)

GTEX RNA signal from male Brain - Nucleus accumbens (basal ganglia) (GTEX-ZAB4-0011-R6a-SM-4SOKD)

GTEx RNA signal from male Brain - Hypothalamus (GTEX-ZAB4-0011-R8b-SM-4SOKF)

GTEx RNA signal from male Brain - Putamen (basal ganglia) (GTEX-ZAB4-0011-R7a-SM-4SOKE)

GTEX RNA signal from male Brain - Spinal cord (cervical c-1) (GTEX-ZAB4-0011-R9a-SM-4SOKG)

GTEx RNA signal from male Brain - Substantia nigra (GTEX-ZAB4-0011-R2a-SM-4RGNP)

GTEx RNA signal from male Colon - Sigmoid (GTEX-ZAB4-2426-SM-5HL8A)

GTEx RNA signal from male Colon - Transverse (GTEX-ZAB4-2226-SM-5HL97)

GTEx RNA signal from male Esophagus - Mucosa (GTEX-ZAB4-1126-SM-5HL86)
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GTEx RNA signal from male Heart - Atrial Appendage (GTEX-ZAB4-0926-SM-5CVN4)

" GTEx RNA signal from male Heart - Left Ventricle (GTEX-ZABA4-1026-SM-5HL7T)
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GTEX RNA S|gnal from male L|ver (GTEX -ZAB4-0826-SM- 5LU9D)

GTEx RNA signal from male Lung (GTEX-ZAB4-0626-SM-5CVN3)

GTEx RNA signal from male Muscle - Skeletal (GTEX-ZAB4-0426-SM-5HL7N)

"~ GTEx RNA signal from male Nerve - Tibial (GTEX-ZAB4-1826-SM-5HL8O)
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GTEXx RNA signal from male Pancreas (GTEX-ZAB4-1726-SM-5HL8C)

GTEx RNA signalrfrorﬁ male I73ituritary (GTEXZA8431268M57WCJ) -

GTEx RNA signal from male Skin - Sun Exposed (Lower Ieg) (GTEX-ZAB4-0226-SM- 5N9F5)
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GTEx RNA signal from male Skln Not Sun Exposed (Suprapublc) (GTEX-ZAB4-2126-SM-5HL8U)
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GTEx RNA S|gnal from male Testis (GTEX -ZAB4-0126-SM- -5CVMG)
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GTEx RNAolgnaI from male Cells - Transformed fibroblasts (GTEX-ZAB4-0008-SM-4RGM6)



