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	DateTimeField1: 2011-04-15
	TextField1: Rabbit antisera against TR4 was generated by fusing cDNA fragments representing the amino-terminal region of mouse TR4 (Ala43–Tyr116) into the pET-42a plasmid (Novagen), and then expressed as GST-fusion proteins in Escherichia coli BL21-CodonPlus (DE3)-RIL (Stratagene). The fusion protein was affinity-purified with glutathione Sepharose 4B (Amersham) and then used as antigen for the preparation of rabbit antisera.
	TextField1: TR4 (NR2C2) is a member of the nuclear hormone receptor family. It has an N-terminal transactivation domain, a central DNA-binding domain with 2 zinc fingers, and a ligand-binding domain at the C terminus.The activated receptor/ligand complex is translocated to the nucleus where it binds to hormone response elements of target genes.
	DropDownList1: Mouse
	DropDownList2: Western Blot
	TextField4: pfarnham@usc.edu
	TextField5: Peggy Farnham
	TextField6: Anti-TR4
	TextField7: TR4:  official gene name is NR2C2
	DropDownList3: Farnham
	TextField8: Doug Engel. Department of Cell and Developmental Biology, University of Michigan Medical School, Ann Arbor, MI
	DropDownList8: Rabbit
	TextField10: not applicable
	TextField11: Doug Engel
	DropDownList11: ChIP
	DropDownList9: Affinity
	DropDownList10: Polyclonal
	TextField12: Antibody production: Tanabe et al. EMBO J 2007, 26: 2295-2306.ChIP-seq: O’Geen et al. BMC Genomics. 11:689, 2010
	TextField12: not applicable
	DropDownList4: 
	DropDownList5: 
	DropDownList6: 
	DropDownList7: 
	TextField2: Western blot shows one band of the right size.
	ImageField1: /9j/4AAQSkZJRgABAQEASABIAAD/4QCMRXhpZgAATU0AKgAAAAgABgEGAAMAAAABAAIAAAESAAMA	TextField9: ChIP validation of TR4 and ELK4 binding sites using qPCR and HeLa cells. Relative enrichment was calculated over input DNA and plotted on the y axis. Each data point represents the average of triplicate ChIP experiments. Rabbit IgG was used as a non-specific control ChIP. Promoter regions tested for ChIP enrichment are shown on the x axis. The C-FOS promoter region is used as a positive control for ELK4 binding, CDH1 and CDH10 promoter regions were used as negative control regions for both, TR4 and ELK4 binding.  12/12 TR4 binding sites identified by ChIPseq confirmed by ChIP-PCR.
	ImageField2: /9j/4AAQSkZJRgABAQEASABIAAD/4QCMRXhpZgAATU0AKgAAAAgABgEGAAMAAAABAAIAAAESAAMA	EmailSubmitButton1: 



