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	TextField1: epitope corresponding to amino acids 241-380 mapping at the C-terminus of NELF-E of human origin
	TextField1: NELFe, also known as RDBP1, is a subunit of negative elongation factor (NELF).  NELF is responsible for binding to RNA polymerase II (RNAPII) and the nascent mRNA transcript to cause promoter proximal RNAPII pausing. NELFe binds directly to RNA.
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	ImageField1: /9j/4AAQSkZJRgABAgECWAJYAAD/4QqwRXhpZgAATU0AKgAAAAgABwESAAMAAAABAAEAAAEaAAUA	TextField9: Loaded image but it was not visible in window. Please contact me for image.Analysis of NELFe ChIP-Seq. confirms specificity of ChIP. A The 55% of MACS called NELFe ChIP-Seq peaks (p-value < 1e-5) were found within 500bp of a RefSeq TSS. The median peak position was 55 bp downstream of the TSS, consistent with the role of NELF in blocking RNA polymerase II after early elongation. B Comparison of NELFe MACS ChIP-Seq peaks to RNAPII, RNAPII (pS2), TFIIB, TBP and Spt5 ChIP-Seq peaks place NELFe coincident with partner negative elongation factor, DSIF (Spt5), and upstream of RNAPII, RNAPII(pS2), TBP and TFIIB. 
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